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Figure S1. Genetic map using WC-9f x OK014 (68 individuals).

Chromosome 2

0.0
10.7
156
204
220
252
30.0

33
398

LN )]

11

1895

S2_10947197

S2_233188
S2_1202706
S2_2444277
5273388690
S2_2925988 S2_2956557
52_4348014

S2_11560693
- 82_14983977

S2_57440831
52_53405294
$2_64338031
S52_4263

52_80178150
S2_78748201
S2_81606487
52_81718231

peroxidase

211.8 ——— WD_repeat

Chromosome 7

S7_1345659
S57_3289930 57_1390775
026

S7719982450 S7_19793719
S7_23794247
S7725808895
S7_25409041
S7_27780602

15740279717 S7_41186934

S7_46950319
S7_42074971
57_45630244

S7_55089334
S7_56297796
5756074901
S7_60143314
S7_61528366
S7_64363671
S7_68200608 S7_69056445

S7_114208464 S7_114108156

S57_130448817
S7_136543758

9033 120,
182776071322 52_75753194

52783233176 52_62886060 18

Chromosome 3
83_113004121

53_38094645
S-methyliransferase

$3 31722173

$3_9137610

S3_3164132
$3.3102003
S3_2626828
Dehydration

Chromosome 8

§3_4223041 $3_3400271

Chromosome 4

1539
160.5
168.8

54_70809
54_3336606
S4_4283687
546786952

— 54_6317969

847297227
S4_9932887

1S4_18588037 S4_18581465
54_19368001

5419225721

54_26207649

5422745491

5426992419

$4_28500152

154_37759298 54_46857608

S4_59075374
S4_80251480

5491189078

S4_88784879 S4_89814118
54100880359
S4_98328360
$4_112952385
54_128333510

54_140216144
S4_141815121
S4_145127355 S4_145878174

Chromosome 9

0.0 S8_551 v Chitin
34 156854053 S8_474879 0 Chitinase_6
83y [S8_1319217
132 \‘ S8_1214803
216\ [l S8_1868075
338 - Pyruvate_kinase |1 42 axopbytodiencats
244 S8_2404849 Bt
457 583019516
48.8 58_2918373
52.0 S8_4399345
552 585177503
58.4 S8_5811775
67.8 35_6579351
75.2 8_7120824 A1
76.7 S8_7352025 708 S9_486083
78.3 $8_8028193 S8_8199514.
||//158_10184360 S8_10330945 845 S9_2733222

$8_12543055

58_17952658
S8_15700435

metallothionin_2

5815711306 S8_18932258

1141
1224

1273

1305
137.0
1386
140.1
146.7

|- §9_3347273

894~ | )
91.0 -~ 89_3171227

S9_10308355
§9_15380228

S9 51791377
—}— s 60267450
~||-s9 66181279
“Aho 59_64856912
L) - S9 66344432
59_67993048

$9_40901576 S9_33551857 94.1
97

Chromosome 5

00 Peroxidase_4
210 acyl_carrier_protein
421 S5_2505572
453 S5_1425256 §5_1341592
575 55_3433899
737 S5_6490569
769 S5_7989616
97.6 S5_24279977
104.1 S5_46010705 S5_41077799
1073 S5_20749789
108 9|11 - 5533374951
S5_55437305
5558922921
S5_72749669
S5_74764917
S5_73863348
S5_79226592

55_80160083

55_80903624

55_82327334 S5_82189741
85_80280303

55_94651924

S5_97319777

$5_101343970

$5_104223151

55_112194385

55_112194341

$5_109794118

$§5_114949118

S5_114338404

55_115433528

55_119427847

S5_121794186 S5_121346891
55_125265539 S5_126277163
$5_129191926
Cinnamoyl-CoA
WRKY_transcription

Y
S
SRR G
oo
DR
1

Chromosome 10
0.0 —— S$10_200971

§10_732852 S10_B62858
810_871076 S10_B05276

205~ |- S10_1763687
[~ S10_2422927

510_3227941
34.4 11 $10_4165823
|- $10_3485555
941 510_4773461
850
$10_6856750
552 —— S10_9644823

510_4705!
510752221

$10_34613304 S10_38465434
$10_37333263

83.9 —— Remorin

|~ 810_68415905
|- 810_63038209

-
100.4 —|— S10_63413788
102.0 - [~ S10_70344233

110.5 ——— $10_70570328

(No. of loci: 337, No. of linkage groups: 10, Map distance: 1813 cM, Average marker density: 5.38

cM/marker)



